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(2) INFORMATION FOR SEQ ID NO : 1 : 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 10 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 

(v) FRAGMENT TYPE: internal 


(xi) SEQUENCE DESCRIPTION: SEQ ID N0:1: 

Leu Leu Leu Leu Gly Ala Gly Glu Ser Gly 
15 10 

(2) INFORMATION FOR SEQ ID NO : 2 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 

(v) FRAGMENT TYPE: internal 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 2 : 

Gly Ser Gly Glu Ser Gly Asp Ser Thr 
1 5 

(2) INFORMATION FOR SEQ ID NO: 3: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 

(v) FRAGMENT TYPE: internal 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 3 : 

Leu lie His Glu Asp lie Ala Lys Ala 
1 5 

(2) INFORMATION FOR SEQ ID NO: 4: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 13 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 


(ii) MOLECULE TYPE: peptide 
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(v) FRAGMENT TYPE: internal 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 4: 

Ser Leu Leu Trp Leu Thr Cys Arg Pro Trp Glu Ala Met 
15 10 

(2) INFORMATION FOR SEQ ID NO: 5: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 34 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 5 : 
GTTAAGAACC ATATACTAGT ATCAAAAATG TCTG 34 
(2) INFORMATION FOR SEQ ID NO : 6 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 35 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

( D ) TOPOLOGY : linear 

(ii) MOLECULE TYPE: other nucleic acid 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 6: 
TGATCAAAAT TTACTAGTTT GAAAAAGTT^ TTTCG 35 
(2) INFORMATION FOR SEQ ID NO : 7 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 28 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 7 : 

GGCAAAATAC TAGTAAAATT TTCATGTC 2 8 

(2) INFORMATION FOR SEQ ID NO: 8: 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 34 base pairs 
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(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 8 : 
GGCCCTTAAC ACACTAGTGT CGCATTATAT TTAC 34 
(2) INFORMATION FOR SEQ ID NO : 9 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 60 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 9 : 
CTAAAGAAGA AGGGGTATCT TTGCTTAAGC TCGAGATCTC GACTGATAAC AACAGTGTAG 60 


(2) INFORMATION FOR SEQ ID NO: 10: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 31 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 10: 
CATACACAAT ATAAAGCTTT AAAAGAATGA G 31 
(2) INFORMATION FOR SEQ ID NO: 11: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 28 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

( D ) TOPOLOGY : linear 

(ii) MOLECULE TYPE: other nucleic acid 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 11: 
TTAAGCGTGA GGCAGAAGCT TATCGATA 


28 
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{2) INFOFUyiATION FOR SEQ ID NO: 12: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 28 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

{ii} MOLECULE TYPE: other nucleic acid 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 12 
CGCACTCCGT CTTCGAATAG CTATCTAG 
(2) INFORMATION FOR SEQ ID NO: 13: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 25 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 13 
GCTACTTAAG CGTGAGGCAG AAGCT 
(2) INFORMATION FOR SEQ ID NO: 14: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 38 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 14 
CGGATGATCA NNNAGCTTCT GCCTCACGCT TAAGTAGC 
(2) INFORMATION FOR SEQ ID NO: 15: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 71 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 15 
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CTGGATGCGA AGACAGCTNN KNNKNNKNNK NNKNNKNNKN NKNNKNNKNN KNNKTGATCA 60 
GTCTGTGACG C 71 

(2) INFORMATION FOR SEQ ID NO: 16: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 17 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 1 6 : 
GCGTCACAGA CTGATCA 17 
(2) INFORMATION FOR SEQ ID NO: 17: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 17 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 17: 
TGATCAGTCT GTGACGC 17 
(2) INFORMATION FOR SEQ ID NO: 18: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 17 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 18: 
ACTAGTCAGA CACTGCG 17 
(2) INFORMATION FOR SEQ ID NO: 19: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 41 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 
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(D) TOPOLOGY: linear 
(ii) MOLECULE TYPE: other nucleic acid 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 19: 
CCAAAATAAG TACAAAGCTT TCGAATAGAA ATGCAACCAT C 41 
(2) INFORMATION FOR SEQ ID NO: 20: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 59 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE; other nucleic acid 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO:20: 
GCCGCTCCAA AAGAAAAGAC CTCGAGCTCG CTTAAGTTCT GCGTACAAAA ACGTTGTTC 5 9 

(2) INFORMATION FOR SEQ ID NO: 21: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 26 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 21: 
GGTACTCGAG TGAAAAGAAG GACAAC 2 6 

(2) INFORMATION FOR SEQ ID NO: 22: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4 9 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

( D) TOPOLOGY : linear 

(ii) MOLECULE TYPE: other nucleic acid 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 22: 
CGTACTTAAG CAATAACACA NNNGTTGTCC TTCTTTTCAC TCGAGTACC 4 9 

(2) INFORMATION FOR SEQ ID NO: 23: 
(i) SEQUENCE CHARACTERISTICS: 
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(A) LENGTH: 17 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 23: 
GCGTCACAGA CTGATCA 17 
(2) INFORMATION FOR SEQ ID NO: 24: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 71 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid 


(ix) FEATURE: 

(A) NAME/KEY: Modif ied-site 

(B) LOCATION: 28-29, 31-32, 34-35, and 37-38 

(D) OTHER INFORMATION: /note= "N=a mixture of A,C,G and T at ratios 
of 0.8:1:11.3:1" 

(ix) FEATURE: 

(A) NAME/KEY: Modif ied-site 

(B) LOCATION: 30,33,36,39 and 42 

(D) OTHER INFORMATION: /note= "N=a mixture of C and G at a ratio of 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 24: 
GCCGTCAGTA AAGCTTGGCA TTGGTTGNNN NNNNNNNNNM MNCAGCCTAT GTACTGATCA 60 
GTCTGTGACG C 71 
(2) INFORMATION FOR SEQ ID NO: 25: 

(i) SEQUENCE CHARACTERISTICS; 

(A) LENGTH: 39 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid 


(ix) FEATURE: 

(A) NAME/KEY: CDS 

(B) LOCATION: 1 . . 39 


(xi) 


SEQUENCE DESCRIPTION: SEQ ID NO: 25: 
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TGG CAT TGG TTG CAG CTA AAA CCT GGC CAA CCA ATG TAC 39 
Trp His Trp Leu Gin Leu Lys Pro Gly Gin Pro Met Tyr 
15 10 


(2) INFORMATION FOR SEQ ID NO: 26: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 13 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 26: 

Trp His Trp Leu Gin Leu Lys Pro Gly Gin Pro Met Tyr 
15 10 


(2) INFORMATION FOR SEQ ID NO: 27: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 39 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid 


(ix) FEATURE: 

(A) NAME/KEY: CDS 

(B) LOCATION: 1 . . 39 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO:27: 

TGG CAT TGG TTG CAG CTA I\J\A CCT GGC CAG CCT ATG TAC 39 
Trp His Trp Leu Gin Leu Lys Pro Gly Gin Pro Met Tyr 
15 10 


(2) INFORMATION FOR SEQ ID NO: 28: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 13 amino acids 

(B) TYPE: amino acid 
( D) TOPOLOGY : linear 

(ii) MOLECULE TYPE: protein 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 28: 

Trp His Trp Leu Gin Leu Lys Pro Gly Gin Pro Met Tyr 
15 10 

(2) INFORMATION FOR SEQ ID NO: 29: 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 39 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid 


(ix) FEATURE: 

(A) NAME/KEY: CDS 

(B) LOCATION: 1. .39 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO:29: 

TGG CAT TGG TTG TCC TTG TCG CCC GGG CAG CCT ATG TAC 
Trp His Trp Leu Ser Leu Ser Pro Gly Gin Pro Met Tyr 
15 10 


(2) INFORMATION FOR SEQ ID NO: 30: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 13 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 30: 

Trp His Trp Leu Ser Leu Ser Pro Gly Gin Pro Met Tyr 
15 10 

(2) INFORMATION FOR SEQ ID NO: 31: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 39 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid 


(ix) FEATURE: 

(A) NAME/KEY: CDS 

(B) LOCATION: 1..39 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 31: 

TGG CAT TGG TTG TCC CTG GAC GOT GGC CAG CCT ATG TAC 
Trp His Trp Leu Ser Leu Asp Ala Gly Gin Pro Met Tyr 
15 10 


(2) INFORMATION FOR SEQ ID NO: 32: 


(i) SEQUENCE CHARACTERISTICS: 
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(A) LENGTH: 13 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:32: 

Trp His Trp Leu Ser Leu Asp Ala Gly Gin Pro Met Tyr 
15 10 

(2) INFORMATION FOR SEQ ID NO: 33: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 39 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid 


(ix) FEATURE: 

(A) NAME/KEY: CDS 

(B) LOCATION: 1 . . 39 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 33: 

TGG CAT TGG TTG ACC TTG ATG GCC GGG CAG CCT ATG TAC 3 9 

Trp His Trp Leu Thr Leu Met Ala Gly Gin Pro Met Tyr 
15 10 


(2) INFORMATION FOR SEQ ID NO: 34: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 13 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO:34: 

Trp His Trp Leu Thr Leu Met Ala Gly Gin Pro Met Tyr 
15 10 

(2) INFORMATION FOR SEQ ID NO: 35: 

(i) SEQUENCE CHAFL?\CTERI STICS : 

(A) LENGTH: 39 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOL'ECULE TYPE: other nucleic acid 


(ix) FEATURE: 

(A) NAME/KEY: CDS 
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(B) LOCATION: 1 . . 39 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 35: 

TGG CAT TGG TTG CAG CTG TCG GCG GGC CAG CCT ATG TAG 3 9 

Trp His Trp Leu Gin Leu Ser Ala Gly Gin Pro Met Tyr 
15 10 


(2) INFORMATION FOR SEQ ID NO: 36: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 13 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 36: 

Trp His Trp Leu Gin Leu Ser Ala Gly Gin Pro Met Tyr 
15 10 

(2) INFORMATION FOR SEQ ID NO: 37: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 39 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid 


(ix) FEATURE: 

(A) NAME/KEY: CDS 

(B) LOCATION: 1 . . 39 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 37: 

TGG CAT TGG TTG AGG TTG CAG TCC GGC CAG CCT ATG TAC 3 9 

Trp His Trp Leu Arg Leu Gin Ser Gly Gin Pro Met Tyr 
15 10 


(2) INFORMATION FOR SEQ ID NO: 38: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 13 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 38: 


Trp His Trp Leu Arg Leu Gin Ser Gly Gin Pro Met Tyr 
15 10 
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(2) INFORMATION FOR SEQ ID NO: 39: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 39 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid 


(ix) FEATURE: 

(A) NAME/KEY: CDS 

(B) LOCATION: 1..39 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 39: 

TGG CAT TGG TTG CGC TTG TCC GCC GGG CAG CCT ATG TAG 3 9 

Trp His Trp Leu Arg Leu Ser Ala Gly Gin Pro Met Tyr 
15 10 


(2) INFORMATION FOR SEQ ID NO: 40: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 13 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 40: 

Trp His Trp Leu Arg Leu Ser Ala Gly Gin Pro Met Tyr 
15 10 

(2) INFORMATION FOR SEQ ID NO: 41: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 39 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid 


(ix) FEATURE: 

(A) NAME/KEY: CDS 

(B) LOCATION: 1 . . 39 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 41: 

TGG CAT TGG TTG TCG CTC GTC CCG GGG CAG CCT ATG TAG 39 
Trp His Trp Leu Ser Leu Val Pro Gly Gin Pro Met Tyr 
15 10 


(2) INFORMATION FOR SEQ ID NO: 42: 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 13 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 42: 

Trp His Trp Leu Ser Leu Val Pro Gly Gin Pro Met Tyr 
15 10 

(2) INFORMATION FOR SEQ ID NO: 43: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 39 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid 


(ix) FEATURE: 

(A) NAME/KEY: CDS 

(B) LOCATION: 1 . . 39 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 43: 

TGG CAT TGG TTG TCC CTG TAC CCC GGG CAG CCT ATG TAC 39 
Trp His Trp Leu Ser Leu Tyr Pro Gly Gin Pro Met Tyr 
15 10 


(2) INFORMATION FOR SEQ ID NO: 44: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 13 amino acids 

(B) TYPE: amino acid 
■(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 44: 

Trp His Trp Leu Ser Leu Tyr Pro Gly Gin Pro Met Tyr 
15 10 

(2) INFORMATION FOR SEQ ID NO: 45: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 39 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid 
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(ix) 


FEATURE : 

(A) NAME/KEY: CDS 

(B) LOCATION: 1. . 39 


(xi) 


SEQUENCE DESCRIPTION: SEQ ID NO: 45: 


TGG CAT TGG TTG CGG CTG CAG CCC GGG GAG CCT ATG TAG 
Trp His Trp Leu Arg Leu Gin Pro Gly Gin Pro Met Tyr 
15 10 


39 


(2) INFORMATION FOR SEQ ID NO : 4 6 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 13 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 4 6 : 

Trp His Trp Leu Arg Leu Gin Pro Gly Gin Pro Met Tyr 
15 10 


(2) INFORMATION FOR SEQ ID NO: 47: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 20 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 47: 
CTGGATGCGA AGACTCAGCT 20 
(2) INFORMATION FOR SEQ ID NO: 48: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 69 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 4 8 : 
CGGATGATCA GTACATTGGT TGGCCAGGTT TTAGCTGCAA CCAATGCCAA GCTGAGTCTT 60 
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CGCATCCAG 

69 

(2) INFORMATION FOR SEQ ID NO:49: 

(i) SEQUENCE CHARACTERISTICS' 

(A) LENGTH: 20 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid 


Cxi) SEQUENCE DESCRIPTION: SEQ ID NO: 49: 
CTGGATGCGA AGACTCAGCT 

20 

(2) INFORMATION FOR SEQ ID NO:50: 

(i) SEQUENCE CHARACTERISTICS- 

(A) LENGTH: 69 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid 


Cxi) SEQUENCE DESCRIPTION: SEQ ID NO: 50: 

.ACCTACSCT rCT0..rC0A ACC=TMCCA ^CGTCCATTT TGC.CCGCTT CCTT.c™. 

CTAGTAGGC 

69- 


(2) INFORMATION FOR SEQ ID NO: 51: 

(i) SEQUENCE CHARACTERISTICS- 

(A) LENGTH: 39 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 
\ CD) TOPOLOGY: linear 

Cii) MOLECULE TYPE: other nucleic acid 

Cix) FEATURE: 

CA) NAME/KEY: CDS 

CB) LOCATION: 1..39 

Cxi) SEQUENCE DESCRIPTION: SEQ ID NO: 51: 
TGG CAT TGG CTA CAG CTA ACG CCT GGG CAA CCA ATG TAC 


39 
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Trp His Trp Leu Gin Leu Thr Pro Gly Gin Pro Met Tyr 
15 10 


(2) INFORMATION FOR SEQ ID NO: 52: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 13 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 52: 

Trp His Trp Leu Gin Leu Thr Pro Gly Gin Pro Met Tyr 
15 10 

(2) INFORMATION FOR SEQ ID NO: 53: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH; 39 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid 


(ix) FEATURE: 

(A) NAME/KEY: CDS 

(B) LOCATION: 1. .39 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 53: 

TGG CAT TGG CTG GAG CTT ATG CCT GGC CAA CCA TTA TAC 39 
Trp His Trp Leu Glu Leu Met Pro Gly Gin Pro Leu Tyr 
15 10 


(2) INFORMATION FOR SEQ ID NO: 54: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 13 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 54: 

Trp His Trp Leu Glu Leu Met Pro Gly Gin Pro Leu Tyr 
15 10 

(2) INFORMATION FOR SEQ ID NO: 55: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 39 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 
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(D) TOPOLOGY: linear 
(ii) MOLECULE TYPE: other nucleic acid 


(ix) FEATURE: 

(A) NAME/KEY: CDS 

(B) LOCATION: 1. .39 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 55: 

TGG CAT TGG ATG GAG CTA AGA CCT GGC CAA CCA ATG TAG 39 
Trp His Trp Met Glu Leu Arg Pro Gly Gin Pro Met Tyr 
15 10 


(2) INFORMATION FOR SEQ ID NO: 56: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 13 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 56: 

Trp His Trp Met Glu Leu Arg Pro Gly Gin Pro Met Tyr 
15 10 

(2) INFORMATION FOR SEQ ID NO: 57: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 77 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 57: 
CGTGAAGCTT AAGCGTGAGG CAGAAGCTNN KNNKNNKNNK NNKNNKNNKN NKNNKNNKNN 60 
KNNKNNKTGA TCATCCG 77 
(2) INFORMATION FOR SEQ ID NO: 58: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 28 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 58: 
CGTGAAGCTT AAGCGTGAGG CAGAAGCT 2 8 

(2) INFORMATION FOR SEQ ID NO: 59: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: .57 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 5 9 : 
CGGATGATCA MNNMNNMNNM NNMNNMNNMN NMNNMNNMNN MNNMNNMNNA GCTTCTG 57 
(2) INFORMATION FOR SEQ ID NO: 60: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 79 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 60: 

GGTACTCGAG TGAAAAGAAG GACAACNNKN NKNNKNNKNN KNNKNNKNNK NNKNNKNNKT 60 

GTGTTATTGC TTAAGTACG 7 9 
(2) INFORMATION FOR SEQ ID NO: 61: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 2 6 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 61: 
GGTACTCGAG TGAAAAGAAG GACAAC 2 6 

(2) INFORMATION FOR SEQ ID NO: 62: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 60 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 
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(ii) MOLECULE TYPE: other nucleic acid 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 62: 
CGTACTTAAG CAATAACACA MNNMNNMNNM NNMNNMNNMN NMNNMNNMNN MNNGTTGTCC 60 

(2) INFORMATION FOR SEQ ID NO: 63: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 33 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid 

(ix) FEATURE: 

(A) NAME/KEY: CDS 

(B) LOCATION: 1 . . 33 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 63: 

TAT GOT CTG TTT GTT CAT TTT TTT GAT ATT CCG 33 
Tyr Ala Leu Phe Val His Phe Phe Asp lie Pro 
15 10 


(2) INFORMATION FOR SEQ ID NO: 64: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 11 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 64: 

Tyr Ala Leu Phe Val His Phe Phe Asp lie Pro 
15 10 

(2) INFORMATION FOR SEQ ID NO: 65: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 33 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid 


(ix) 


FEATURE : 

(A) NAME/KEY: CDS 

(B) LOCATION: 1 . . 33 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 65 

TTT AAG GGT GAG GTG CGT TTT GTG GTT CTT GCT 
Phe Lys Gly Gin Val Arg Phe Val Val Leu Ala 
15 10 


(2) INFORMATION FOR SEQ ID NO: 66: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 11 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 

Phe Lys Gly Gin Val Arg Phe Val Val Leu Ala 
15 10 


(2) INFORMATION FOR SEQ ID NO: 67: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 33 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid 


(ix) FEATURE: 

(A) NAME/KEY: CDS 

(B) LOCATION: 1 . . 33 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 67 

CTT ATG TCT CCG TCT TTT TTT TTT TTG CCT GCG 
Leu Met Ser Pro Ser Phe Phe Phe Leu Pro Ala 
15 10 


(2) INFORMATION FOR SEQ ID NO: 68: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 11 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 


Leu Met Ser Pro Ser Phe Phe Phe Leu Pro Ala 
15 10 
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(2) INFORMATION FOR SEQ ID NO: 69: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 11 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 69: 

Tyr lie lie Lys Gly Val Phe Trp Asp Pro Ala 
15 10 

(2) INFORMATION FOR SEQ ID NO: 70: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 35 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid 


(xi) SEQUENCE DESCRIPTION: SEQ ID N0:70: 
GGTGGGAGGG TGCTCTCTAG AAGGAAGTGT TCACC 35 
(2) INFORMATION FOR SEQ ID NO : 7 1 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 41 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 71: 
GCCCAGGAGA CCAGACCATG GACTCCTTCA ATTATACCAC C 41 
(2) INFORMATION FOR SEQ ID NO: 72: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 42 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 72 
CCCCTTAAGC GTGAGGCAGA AGCTACTCTG CAAAAGAAGA 
(2) INFORMATION FOR SEQ ID NO: 73: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 29 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 73 
GAAGATCTTC AGCGGCCGAG TTGCATGTC 
(2) INFORMATION FOR SEQ ID NO: 74: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 38 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii)' MOLECULE TYPE: other nucleic acid 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO:74 
GATATATTAA GGTAGGAAAC CATGGGGTGT ACAGTGAG 
(2) INFORMATION FOR SEQ ID NO: 75: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 33 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 75 
CGAGGCTCGA GGGAACGTAT AATTAAAGTA GTG 
(2) INFORMATION FOR SEQ ID NO : 7 6 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 34 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid 
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(xi) SEQUENCE DESCRIPTION: .SEQ ID NO : 7 
GCGCGGTACC AAGCTTCAAT TCGAGATAAT ACCC 
(2) INFORMATION FOR SEQ ID NO: 77: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 24 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 7 
CCCGAATCCA CCAATTTCTT TACG 
(2) INFORMATION FOR SEQ ID NO: 78: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 27 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 7 
GCGGCGTCGA CGCGGCCGCG TAACAGT 
(2) INFORMATION FOR SEQ ID NO: 79: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 37 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 7 
CTGCTGGAGC TCCGCCTGCT GCTGCTGGGT GCTGGAG 
(2) INFORMATION FOR SEQ ID NO: 80: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 43 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 


Atty. Docket No.: CPl-OU&^bV 


25 


Serial No.: 09/747,774 


(D) TOPOLOGY: linear 
(ii) MOLECULE TYPE: other nucleic acid 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 80: 
CTGCTGGTCG ACGCGGCCGC GGGGGTTCCT TCTTAGAAGC AGC 4 3 

(2) INFORMATION FOR SEQ ID NO: 81: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 30 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(i-i) MOLECULE TYPE: other nucleic acid 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 81: 
GGGCTCGAGC CTTCTTAGAG CAGCTCGTAC 30 
(2) INFORMATION FOR SEQ ID NO: 82: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH; 37 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 82: 
CTGCTGGAGC TCAAGTTGCT GCTGTTGGGT GCTGGGG 37 
(2) INFORMATION FOR SEQ ID NO: 83: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4 4 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 83: 
CTGCTGGTCG ACGCGGCCGC GCCCCTCAGA AGAGGCCGCG GTCC 4 4 

(2) INFORMATION FOR SEQ ID NO: 84: 
(i) SEQUENCE CHARACTERISTICS: 
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(A) LENGTH: 29 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 84: 
GGGCTCGAGC CTCAGAAGAG GCCGCAGTC 2 9 

(2) INFORMATION FOR SEQ ID NO: 85: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 37 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO:85: 
CTGCTGGAGC TCAAGCTGCT GCTACTCGGT GCTGGAG 37 
(2) INFORMATION FOR SEQ ID NO : 8 6 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4 9 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 86: 
CTGCTGGTCG ACGCGGCCGC CACTAACATC CATGCTTCTC AATAAAGTC 4 9 

(2) INFORMATION FOR SEQ ID NO: 87: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 31 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 87: 
GGGCTCGAGC ATGCTTCTCA ATAAAGTCCA C 


31 
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(2) INFORMATION FOR SEQ ID NO: 88: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 19 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 88 
GCATCCATCA ATAATCCAG 
(2) INFORMATION FOR SEQ ID NO : 8 9 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 23 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 89 
GAAACAATGG ATCCACTTCT TAC 
(2) INFORMATION FOR SEQ ID NO: 90: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 36 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 90 
GGCGCCCGGT CTCCCATGGA AACCAACTTC TCCACT 
(2) INFORMATION FOR SEQ ID NO: 91: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 40 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 91 
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GGCGCCCGGT CTCCGATCCC ATTGCCTGTA ACTCAGTCTC 
(2) INFORMATION FOR SEQ ID NO: 92: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 39 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 92 
TCTCTGCTTT GGCTGACTTG TCGGCCTTGG GAGGCGATG 


(2) INFORMATION FOR SEQ ID NO: 93: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 23 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 93 
GGGCCATGGG GCCGCGGCGG TTG 
(2) INFORMATION FOR SEQ ID NO: 94: 

(i) SEQUENCE CHAEUVCTERISTICS : 

(A) LENGTH: 32 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: other nucleic acid 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 94 
CCCGGATCCT AAGTTAACAG CTTTTTGTAT AT 
(2) INFORMATION FOR SEQ ID NO: 95: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 39 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 
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(D) TOPOLOGY: linear 
(ii) MOLECULE TYPE: other nucleic acid 


(ix) FEATURE: 

(A) NAME/KEY: CDS 

(B) LOCATION: 1..39 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 95: 

GTT TGT CCT GCG CGT TAT GTG CTG OCT GGG CCT GTT TTG 3 9 

Val Cys Pro Ala Arg Tyr Val Leu Pro Gly Pro Val Leu 
15 10 


(2) INFORMATION FOR SEQ ID NO: 96: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 13 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: protein 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 96: 

Val Cys Pro Ala Arg Tyr Val Leu Pro Gly Pro Val Leu 
15 10 

(2) INFORMATION FOR SEQ ID NO: 97: 


(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 8 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 

(v) FRAGMENT TYPE: internal 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 97: 

Gin Ala Arg Lys Leu Gly lie Gin 
1 5 

(2) INFORMATION FOR SEQ ID NO: 98: 


(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 5 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 


(v) FRAGMENT TYPE: internal 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 98: 

Asp Val Gly Gly Gin 
1 5 


